in N non-starved (denoted as N+) and N starved (denoted as N-) E. coli aligned against the upstream regions of transcription units flgMN, dicC, fliC, ssrS, soxR and yjcZ-proP. Here these are supplemented with representative autoradiographs of non-denaturing gels showing the binding of in situ phosphorylated NtrC to 32 P-labelled DNA probes with sequences corresponding to their respective upstream regions. Tracks with the input DNA control tag density (denoted as input) and with the genomic loci bound by NtrC identified by the SISSRS peak-calling algorithm 2 at t=N-are also shown for comparison. 
